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Directory:  
Retrospective Studies
	GROUP
	STUDY
	TECHNOLOGY
	N
	TOTAL



	EORTC
	IDS/55865
	IHC/ploidy
	169
	468

	EORTC/Canada
	OV10/55931
	IHC/ploidy
	100
	640

	MRC
	ICON3
	Sequencing/IHC

(p53)
	?
	3000

	GOG
	111
	CGH
	150
	600


Prospective Studies




	GROUP
	STUDY
	TECHNOLOGY
	N Active
	COMMENT



	EORTC
	Cervix

CRT vs NACT-Cervix
	MTA

SCC serum
	300
	Sequential

Sequential

	EORTC
	NACT Ovary/55971
	Chemosensitivity
	80+
	600

	RTOG
	Cervix NACT-R


	RNA later

COX2/p53
	80
	Sequential

	GOG 191R
	
	Hypoxic markers
	
	

	NCIC
	Endometrium
	PTEN pathway
	60
	

	EN5
	
	MSI
	95/150
	

	GOG
	Endometrium
	Expression arrays serum
	4000
	

	SCOTTISH
	Ovary  SCOTROC 1

SCOTROC 4
	-20( batch collection

DNA repair,

methylation

Gene expression
	300

330
	Sequential

ascites

	NSGO
	Ovary
	1st line/2nd line

RNA later

Pharmacogenomics 

+ competitive bid studies
	100/210
	Some sequential

	ANZ GOG
	Ovary
	
	600/

1000
	

	NCIC
	Ovary
	OV16
	
	

	GOG
	Ovary GOG 182

175 Proteomics
	Expression

Affymetrix chip

Angiogenesis

NCI collaboration
	120
	

	GINECO
	Ovary
	
	
	

	AGO
	Ovary
	Funded N2 frozen collection at source
	100/

50
	


ANZGOG 600 out of the 1000 prospective ovarian tumour study led by David Bowtell were now in the bank, and GINECO and GOG Japan had started paraffin block collection in some studies.
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Technology update:

RNA from paraffin affymetrix/Paradise no gyn studies as yet.  See ASCO 2004 poster

Early Ovarian Trials Group Study:

The proposal coming from this sub group was for a sequential proteomic study related to progression free survival in Stage 1.

This interesting study was supported, but comments were made about the reproducibility of the existing published data and it was suggested that a pilot study to assess logistics from multicentre, multinational participation, costs, data tracking and reproducibility.  This could be carried out in stage III tumours.  For the definitive study it was recommended that at least a paraffin block tissue should be submitted in addition, for comparator MTA and copy number analyses.  No power calculations for the definitive study were provided.

GCIG Specific Proposals:

1. A discussion centred around clear cell tumours for which there was increasing evidence they were biologically a distinct entity from ovarian common epithelial tumours and responded differently to cytotoxic chemotherapy.  The hypothesis was put forward that these should be excluded from new prospective phase studies in ovarian cancer and that separate studies in the clear cell population should be carried out. 

GOG had reviewed its trials and found an adverse prognosis and response to treatment from platinum based regimens and it was proposed that this should be done across interested multi-centre groups with a view to carrying out a meta analysis of data on clear cell outcome within randomised trials.  Translational studies could follow where tissue was available.

2. Following a discussion of the existing prognostic bio markers being carried out among the group.  Two reviews were published in the last year of alterations in the p53 pathway.  The general view was that p53 by immunohistochemistry was of little prognostic value (HR circa 1.25), but that mutational analysis, particularly in early stage patients may be more useful.  However, the numbers in series with sufficient detailed follow up and events were small.  A number of large groups had recently published or held unpublished data about DNA sequence alterations (including EORTC and GOG) and it was proposed to seek to combine this data in a form of meta-analysis to achieve significant power to assess the hazard ratio for this variable. As yet, these analyses were not high throughout.  Other components of the p53 pathway could also be looked at, as could the subsets of the different types of mutations.

Future meetings:

· Teleconference or meeting during IGCS

· ASCO 2005

· The outcome of the TR discussions at the consensus conference was awaited
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